s | have my notochord but where did | leave my tail?
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Abstract Expression profiles

evolved tail loss during their larval stage of development. The notochord,

one of the key features of chordates, is found in the center of the tail in ATP sulfurylase/APS kinase [Ciona

T : i . : intestinalis] occulta (0] (0 7 (o) (0 (0 (0
most ascidian larvae. In almost all solitary a5l:|cli|ar15, |n|;| uding M. cln'r'ufutuJ ATP sulfurylase/APS kinase [Ciona
40 notochord cells have been found extended in the tail. However, in a intestinalis] oculata 17 0 0 13 0 9 0
closely related species, M. occulta (tailless), only 20 notochord cells were ATtP St_u|ft:_ry]|ase/APS kinase [Ciona - {15 5 5 o= 5 . Loa
1 INtestinalls ocCculata
fn:i-um:l, and these express bmth}fury.l Tlhese two species arEInnh.r 3% leprecan [Ciona intestinalis] P e 5 = —= = = =
divergent and are able to cross hybridize. Some of the hybrid also h:a'.rE 20 leprecan [Ciona intestinalis] oculata 33 0 0 40 0 67 >9
notochord cells, however the notochord cells extend and converge in a leprecan [Ciona intestinalis] occulta o 23 23 o 28 o 36
shortened version of M. ocwlata tail. Through the use of high throughput transcription factor protein foxa-a [Ciona
sequencing technologies and subsequent allelotyping analysis, we are able Intestinalis] _ oculata 37 34 43 17 199 141
. . . . : : transcription factor protein foxa-a
to quantitatively |n'.rE5l:|g§|tE the express of EEnes -EIIE.-E.-DCIEtE'd u.lllth [Ciona intestinalis] occulta o 3 110 o 63 o o
notochord development in the parent species and in the hybrid. Our merlin [Molgula tectiformis] occulta o 5 16 o 20 o 10
transcriptome assemblies are freely available for download; me"l!i“[ﬂ"'lo'glu'? ts:tifo_"'i“isl OCCIU::ta g Zﬁ Zg ‘7) g 1‘; 13
Eii_ﬂlﬁ.u.ﬁ.d.u. mer !n oiguila tecC I orm!s ocCculata
?D”:f.":t @ We thank the BEACON Center and USDA NIFA for merlin [Molgula tectiformis] oculata 19 0 0 86 0 a1 0
Unaing. fibroblast growth factor 8/17/18 [Ciona
intestinalis] oculata 4 0] 0] 1 0 20 0]
fibroblast growth factor 9/16/20 [Ciona
intestinalis] oculata 12 (@) (@) 12 (@) 49 (@)
notol7 [Molgula tectiformis] oculata 24 (0) (0) 34 (0) 127 (0)
notol7 [Molgula tectiformis] oculata 5 (0) (0) 8 (0) 39 (0)
noto6 [Molgula tectiformis] occulta (0 11 11 (0 30 (0 29
noto6 [Molgula tectiformis] oculata 10 (0) (0) 18 (0) 3 (0)
Nnoto6 [Molgula tectiformis] oculata 3 (0) (0) 15 (0) 12 (0)
prickle 1 [Ciona intestinalis] occulta (0) 193 88 (0) 90 (0) 57
M | | . t d * d prickle 1 [Ciona intestinalis] oculata 56 (0) (0) 50 (0) 126 (0)
0
D gu a E pECIEE 5 u IE prickle 1 [Ciona intestinalis] oculata 19 (0) (@) 23 (@) 17
A,
- BLAST hits
Discussion
Fef3/7/10, notl,
not?, trop-like, snail,
T notad, nots, notd, | Fgfa/17/18, fgf9/16/20, notol7, notod The notochord is important for tail formation.
B-catanin We examined 38 genes associated with
\ notochord development. Of 38 selected, all
3 but 9 were found in either M. oculata or M.
both species, while 4 were found only in M.
- no hits oculata. In the future we plan to confirm
“M. oculata only gene presence by in situ, increase our query
a) M. oculata b) hybrnd {occulta egg x oculata sperm) ¢} M. occulta both ' g : ' 5 ints in M
Notochord cells in orange Swalla, B. et al. Science, Vol 274, lssue 5290, 1206-1208 | 16 Movemnber 1996 §ENE SET, and examin€ more ime points 1n vi.
occulta.
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